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17  Abstract: Carbohydrate-protein interactions are of prime importance in cell-cell communication, signal
18  transduction, cancer, bacterial or viral infection. Chemists have designed multivalent systems to
19  mimick these recognition phenomena and provide potent ligands of these proteins with foreseen
20  therapeutic applications. Dynamic combinatorial chemistry provides access to a library of chemical
21  species in equilibrium through reversible covalent bonds. This strategy can be readily applied to the
22 rapid and efficient identification of multivalent glycoclusters by introducing a protein into the
23 equilibrating library for the selection of the fittest glycocluster for this protein. 1,4-Dithiophenols
24 conjugated to monosaccharides were equilibrated into dynamic combinatorial libraries providing a
25  diverse mixture of glycoclusters. Selection of the best ligand for different lectins (ConA, LecA and LecB
26 from Pseudomonas aeruginosa) could increase the concentration of glyco-dyn[3]arenes and glyco-
27  dyn[4]arenes. A key aspect of this strategy is that multiplexing can be readily achieved by using two
28  building blocks (galactosylated and fucosylated 1,4-dithiophenols) to interrogate several lectins at
29 once in a single experiment. These macrocyclic glycoclusters could be synthesized, isolated, then
30 evaluated as ligands of the lectins and displayed nanomolar dissociation constants. Furthermore, while
31 no toxicity could be detected against human cells or bacteria, their evaluation as anti-adhesive agents
32 could be confirmed through a virulence assay on human A549 lung epithelial cells.

33
34 Introduction

35 Carbohydrates are present at the cell surface and are taking part to the cell’'s communication with
36  other healthy cells.>* But they are also involved in the recognition by pathogens (bacteria, viruses) for
37  the very first step of infection, i.e. adhesion to the host cell.>” Bacteria will take advantage of a series
38 of proteins (lectins or adhesins) present at their membrane, at the tip of their flagellum or pili to
39  recognize specific oligosaccharidic structures at the host cell surface. When adhesion is secured, the
40 bacteria will be internalized and deliver their cytotoxins or will reach a density that will trigger an
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41  accumulation of quorum sensing molecules (e.g. homoserinelactones), then hasten their cell division,
42 generate a biofilm, release toxins and become problematic or fatal to the host cells. The carbohydrate-
43 lectin interactions are usually quite weak in terms of affinity, typically in the millimolar range.®* Such
44  interactions in nature are governed by multivalent interactions through lectin clustering at the cell
45 surface, most of lectins being multimeric as the assembly of four and up to six monomeric units. Such
46  multivalent interactions can provide a stronger carbohydrate-lectin interaction through multivalency.
47 Chemists have designed a series of biomimetic strategies to tackle bacterial infections through two
48  approaches.’®'? The first one resides on a “medicinal chemistry” strategy in which the structure of the
49  lectin and its natural ligand are known. The chemist and biochemist would then team up to generate
50 a series of carbohydrate analogues of the natural ligand, largely termed as glycomimetics, and identify
51 the most potent ligand of the lectin through intensive structure-activity relationship studies. This
52 approach has been successfully applied for the design of potent FimH ligands against Escherichia coli
53  urinary tract infections,’!° or targeting Galectin-3 in pulmonary fibrosis.?>?* Another competitive
54  strategy for the design of high affinity ligands of lectins is based on multivalency, meaning the design
55 of multivalent glycoconjugates displaying multiple copies of the same and simple monosaccharide on
56 a central core. The multivalent glycoconjugates can be based on small organic molecules (e.g.
57 calixarene, pillararene, fullerene, porphyrin, peptide) and will be called a glycocluster.t*1? 25 Seyeral
58  glycoclusters have been demonstrated as protective against bacterial infection up to the animal model
59  and are very promising approaches.?*28 While antibiotics are killing the bacteria and create a selection
60 of the most resistant bacterial strains during a medical treatment, multivalent glycoconjugates are
61 limiting the bacterial infection through anti-adhesion of the bacteria to the host cell, thus avoiding
62  selective pressures on the bacterial strain and the emergence of resistance phenotypes.?*32 For these
63 reasons, glycoscientists have designed a large series of multivalent systems for interfering with
64  bacterial adhesion. Nevertheless, like in every drug design process, the synthesis of each candidate
65 with subtle structural variations can be time consuming prior a production of the additional datasets
66  required to progress from a “hit” to a “lead” candidate.

67  This is where dynamic combinatorial chemistry (DCC) comes into play, offering the possibility to
68  reversibly assemble simple building blocks into multivalent architectures under mild conditions.® In
69  dynamic combinatorial libraries (DCLs), thermodynamic control implies that altering experimental
70  conditions can induce changes in library composition. In theory, DCLs are sensitive to many external
71 influences, such as temperature, pressure or light.3* In practice, the response of libraries to a template
72 target has been the most studied. Introducing a template (e.g., a protein) within a thermodynamically-
73 controlled library of multivalent ligands was shown to shift the equilibrium towards the best binder(s),
74 in an amplification process that is, after all, the way in which biomolecules have evolved their
75  sophisticated functions.>*3¢ If amplification is selective for the compound(s) that binds most strongly
76  to the template, then DCC conveniently enables both the detection and the isolation of hit
77  candidate(s).

78 A scarce number of examples of dynamic combinatorial chemistry applied for the identification of
79 lectin ligands have been reported (Figure 1). The very first study by Ramstrom and Lehn used glycoside
80  appended with a thiol-functionalized linker arm.?” The disulfide exchange DCL was analyzed by reverse
81 phase HPLC through UV absorption of the aromatic aglycon. Selection of the bis-mannoside ligand was
82  observed when adding a sepharose-bound Concanavalin A (ConA), a lectin binding to mannose
83 epitopes. While a valency of only two carbohydrate epitopes could be reached in the latter study, a
84  follow-up investigation by the same group took advantage of acyl-hydrazone reversible covalent bond
85  formation to explore higher valencies based on benzaldehyde aglycons and mono- di- or tri-hydrazide
86 core scaffolds.3® DCLs of up to 474 constituents were generated and the identification of the best ligand
87  for ConA was performed through a novel assay involving an enzyme-linked lectin assay (ELLA). This
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88  assay was implemented in a 96-well plate and dynamic deconvolution was applied based on the
89  removal of a single building block from the complete library. A trivalent ligand with micromolar affinity
90 towards ConA was finally identified through this strategy. A few years later, Reeh and de Mendoza
91 designed a DCL library of glycoclusters based on Fe(ll)-bipyridine complexes providing valencies of six
92  carbohydrate epitopes.®® Analysis of the DCL was readily performed by reverse phase HPLC through
93 UV absorption of the bipyridine moiety. Sepharose-bound ConA was incorporated into the
94  equilibrating DCLs and a hexa-mannoside glycocluster was clearly identified as the best ligand for
95  ConA. Fulton et al. have used a polyacrylamide appended with benzaldehyde groups for the reversible
96  covalent condensation with hydrazide-functionalized carbohydrates.*® DCLs were studied by *H NMR
97 and the incorporation of galactose or mannose moieties was analyzed in the presence of either ConA
98  (for mannose) or Escherichia coli heat labile toxin (LTB, for galactose). The best binding polymers could
99  beisolated and their association constants with lectins evaluated.
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101 Figure 1. Pioneering studies on dynamic combinatorial chemistry with glycosylated architectures and
102  their conditions and results

103  These precedents have paved the way to further studies in the context of dynamic combinatorial
104  chemistry applied to the rapid and efficient identification of glycoclusters as high affinity ligands of
105 lectins. Nevertheless, they suffer from a few drawbacks such as the use of sepharose-bound lectins
106  which does not allow for an easy analysis of a large array of lectins since these are not always
107  commercially available either as pure biomaterials or as polymer-supported. The best ligands
108 identified were not always assayed against the lectin to clearly demonstrate their improved binding
109  properties. The only lectin studied was thus the model lectin ConA which is typically used as a proof of
110 concept but has no therapeutic implications, and a rather tedious ELLA assay was required to fully
111 deconvolute the properties of the glycoclusters in the DCLs.3® Acyl-hydrazone exchange is typically
112 performed at pH 4.0-4.5 and is not always perfectly compatible with the stability of the lectin.3® 4°,
113 Spontaneous disulfide bond formation and exchange take place in aqueous solutions within pH range
114 7 to 9, and can be halted by reducing the pH below the pKa of the thiols involved. This inherent
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thermodynamic sensitivity has been harnessed by researchers such as Prof Jeremy K. M. Sanders*43

and others*“ to create intricate molecular architectures and receptors in aqueous media. In this
world of disulfide exchange-based DCC,* some also explored and developed over the last decade a
new family of dynamic cyclophanes named dyn[n]arenes, which are based on mono- to tetra-
functionalized 1,4-dithiophenol units linked by disulfide bridges.*” We have recently demonstrated
that a set of driving forces such as templating, folding and stacking lead to the selection and
amplification of dyn[n]arenes of different composition, size and stereochemistry.*®>! Furthermore, the
unraveling of interactions involved in the dyn[n]arenes assembly processes not only led to the
identification of novel physicochemical phenomena like the hydrophilic effect,>? but also to innovative
applications such as chiroptical sensing of biomolecules.>

Here, we describe an innovative approach for the design of high affinity lectin ligands through dynamic
combinatorial chemistry which will address drawbacks reported before (Figure 2). The reversible
covalent bond is a disulfide exchange of 1,4-dithiophenols that can equilibrate in buffer solution
compatible with lectins stability and at neutral pH. Our approach reconsidered several aspects of the
experimental setup developed so far to provide improved DCL conditions and generate novel outputs
for glycoscience applications (Figure 1). The lectins used in the assays were not bound to sepharose or
other polymer, nor conjugated to a horse radish peroxidase (HRP) for ELLA assay, but rather used in
their native form in buffer solutions. Multiple lectins were readily used in the present study with a
possibility for multiplexing several lectins with a single reference DCL for a rapid identification of the
best glycoclusters in a single experimental process. Lectins of therapeutic interest from Pseudomonas
aeruginosa have been studied and very high affinity glycoclusters could be identified, isolated and
assayed against the lectin by ITC for a confirmation of their nanomolar affinities and also in a cellular
assay to monitor their anti-adhesive properties.
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Figure 2. Schematic representation of the 1,4-dithiophenol equilibration of dynamic combinatorial
libraries of glycosylated dyn[n]arenes and influence of a lectin on the composition of the library

Results and Discussion
Synthesis of 1,4-dithiophenol building blocks

The glycosylated 1,4-dithiophenol building blocks were obtained through amide bond formation
between an amino-functionalized glycoside and a protected dicarboxylic acid (Scheme 1). 1,4-
dithiophenol-2,5-dicarboxylic acid 1°* required a protection of the thiols with 2-cyanoethyl to the bis-
carboxylic acid 2 to provide a robust and reproducible amidation. Previous attempts of amidation with
the bis-thiocarbamates protected thiols afforded only low yields for the desired amides. Then, the
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azido-functionalized glycoside precursor was initially conjugated with the bis-acid 2 under Staudinger-
Villarasa conditions but with only low yields (20-30%) and concomitant formation of partially
deacetylated byproducts. The azido moiety was then reduced into the amine but further amidation
again produced up to 15% of deacetylated byproducts very difficult to separate from the desired
amine. To avoid deacetylation, an ammonium tosylate intermediate 4 was obtained by reduction of
the azido-carbohydrates 3 under hydrogenation conditions with a stoichiometric amount of p-
toluenesulfonic acid (TsOH).>® The subsequent amidation using the diacid 2 afforded the desired
glycosylated 1,4-dithiophenol intermediates 5 in good yields and high purity. The simultaneous
deprotection of acetate esters on the carbohydrate moiety and the 2-cyanoethyl groups at the
thiophenol was performed in a single step using cesium hydroxide®® to afford the desired fully
deprotected glycosylated 1,4-dithiophenol building blocks 6.
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Scheme 1. Synthesis of the glycosylated 1,4-dithiophenol building blocks

Equilibration and study of dynamic combinatorial libraries (DCLs)

Disulfides are prone to oligomerization under neutral pH in solution, and oxidation can occur with the
assistance of oxygen dissolved in the solvent. 1,4-Dithiophenols will similarly generate linear oligomers
in solution with two residual thiophenols which can trigger cyclization for trimers, tetramers, or
pentamers and so on (Figure 3). One reason is that dihedral angle around the S-S bond is typically close
to 90° creating a helicoidal-type conformation bringing the residual thiophenols in close vicinity thus
favoring the ring closing of such oligomers. Equilibration is in general considered as complete when
the composition of the DCL is not evolving anymore and can be analyzed by reverse phase UHPLC using
the UV absorbance of the aromatic 1,4-dithiophenol core.
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173 Figure 3. Schematic representation of the oligomerization process for 1,4-dithiophenols in the DCLs

174  The DCL equilibration was studied using the fucosylated 1,4-dithiophenol building block F alone in
175  solution with a particular attention for the determination of the operating conditions (Figure 4).
176  Stirring rate of the solution did not influence the equilibration of the F-DCL (Figure 4a), nor did the
177 addition of NaCl and CaCl; since most lectins require exogenous Ca?* for proper binding (Figure 4b) or
178  the type of buffer used (Figure 4c, Tris or PBS). Concentration of F in solution had a strong influence
179  onthe DCL equilibration since at low concentration (0.4 mM) a large proportion of the F building block
180  was oxidized to sulfenic (RSOH) or sulfinic acids (RSO,H) with characteristic mass spectrometry m/z
181  values of M+16 or M+32 (Figure 4d). The oxidation into two sulfenic acids on both thiols or one thiol
182 remaining with a sulfinic acid could not be distinguished. This is problematic since oxidized F species
183  cannot participate to the DCL equilibration as they are not thiols anymore and hence their presence
184  must be reduced to the lowest proportion as possible. This was readily achieved by using higher
185  concentration (4 mM) of 1,4-dithiophenol F in the DCL solution. Thus, the amount of oxygen dissolved
186  in the solvent was much less important in comparison to the concentration of the equilibrating F
187  building block and the oxidized species were limited to less than 5% in relative quantity. Finally,
188  temperature of equilibration of the DCL did not have a major impact other than extending the time
189  required for equilibration (3 h at 22°C, 72 h at 4°C) but the low temperature conditions allowed the
190 complete removal of oxidized species (Figure 4e). A typical DCL equilibration was finally performed at
191 room temperature in a few hours, using the required buffer solution for the lectin and at 4 mM
192  concentration of 1,4-dithiophenol the building block with stirring.
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Figure 4. Influence of several parameters on an equilibrated DCL of F after > 7 h. (a) stirring ([F] = 4
mM, 200 mM PBS, 22°C), (b) addition of Na* or Ca®* ([F] = 4 mM, 200 mM Tris, 22°C, 100 mM NaCl, 100
UM CaCly), (c) type of buffer ([F] =4 mM 200 mM PBS or 200 mM Tris, 22°C), (d) concentration ([F] =
0.4 or 4 mM, 200 mM Tris, 22°C), or (e) temperature ([F] =4 mM, 200 mM Tris, 4°C or 22°C).

The kinetic analysis of the DCL equilibration was performed with the mannosylated 1,4-dithiophenol
M (Figure 5). At t=0, the monomer M can be observed at ca. 7 min retention time (RT) with a very tiny
amount of oligomerized species (ca. 10 min at RT). Equilibration then takes place in a few hours to
reach the disappearance of the monomer M after 3.5 h. After 0.5 h, a portion of oxidized M species
appeared and stayed constant over the course of the equilibration. Oligomeric species are growing
over the course of the equilibration of the DCL and appear at ca. 10 min at RT and are mainly composed
of macrocyclic M3 and Ms. The retention times had enough difference to clearly identify these species
and their mass spectrometry data were matching their molecular formula and composition. Therefore,
DCLs can be readily equilibrated at room temperature in a buffer solution and the equilibrium can be
reached within 3 to 4 hours. The DCL composition can be determined from UHPLC-MS data and a series
of macrocyclic oligomers are typically observed.
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210 Figure 5. UHPLC-MS analysis of the DCL using the M building block (RT, [M] = 4 mM, 200 mM Tris
211 buffer)

212
213 Study of DCL composed of M and F building blocks in the presence of ConA

214  DCLs containing two different 1,4-dithiophenol building blocks have been studied. Their equilibration
215  with and without lectin will provide information about the identification of the best ligand for that
216  lectin in solution if the proportion of one of these species is increased. A (M+F)-DCL containing
217  equimolar amounts of each building block at a total concentration of 4 mM (2 mM each) was
218  equilibrated to reach equilibrium within a few hours. The resulting DCL composition was determined
219 by UHPLC-MS analysis (Figure 6). The firstimportant observation is that all possible heteroglycoclusters
220  based on trimers and tetramers can be observed and characterized in the UHPLC-MS data. They all
221  appeared at different retention times from 5 to 15 minutes, due to the difference in polarity between
222 the mannose and fucose moieties: fucose building block F being more apolar than the mannosylated
223 one M, the retention time increased with the increasing number of F in the macrocycles.
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Figure 6. Equilibration of DCLs composed of M and F building blocks and influence of ConA on the
composition. M:F (1:1, 4 mM), ConA (4 mM) in buffer Tris 200 mM, NaCl 100 mM, CaCl, 100 uM, at RT

The same (M+F)-DCL equilibration was performed in the presence of ConA in the solution. A reference
(M+F)-DCL was equilibrated during 3.5 h at room temperature and with a concentration of 4 mM (to
minimize oxidation of the thiols). After that, this reference DCL was aliquoted into a new DCL and
diluted 10x with buffer to reach 0.4 mM concentration of M+F. The lectin (ConA, 0.4 mM) was then
added and the DCL equilibrated for an additional 2.5 h and a precipitate appeared in the solution. The
precipitate was recovered by centrifugation and the supernatant separated. The precipitate contained
the macrocycles with high affinity to the lectin that created a large three-dimensional network of
aggregated proteins and glycoclusters that crushed out of the solution. This precipitate was treated
with 1M HCI to unfold the protein and release the glycoclusters in solution that could be analyzed by
UHPLC-MS. This precipitate was composed mainly of M3 and M, glycoclusters. As a consequence, the
supernatant contained mostly the fucosylated species that could not bind to the mannose-specific
ConA lectin.

The relative proportions of each macrocycle can be obtained through the area under the curve (AUC)
of the UHPLC chromatograms and allow the monitoring of the increase/decrease of each macrocycle
in the (M+F)-DCL with or without the ConA lectin (Figure 7). The increase of the Ms can be clearly
identified along with an increase in M4 while the proportion of most of the heteroglycoclusters
composed of M and F building blocks decrease in the DCL. The increased proportion of Ms and M4 can
be attributed to the selection of these high affinity ligands by the ConA lectin. This will be later
confirmed by ITC studies of these glycoclusters with ConA. Hence, ConA triggered the re-organization
of the (M+F)-DCL to favor the organization of the M building blocks into homoglycoclusters Ms and M,
by decreasing the amount of heteroglycoclusters which displayed a poorer affinity for the lectin. As a
consequence, the increased proportion of fucosylated species (Fs and F4) could be attributed to the
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fact that if the M building blocks are brought together by ConA, then the remaining F building blocks
do not have any other outcome than to assemble together into macrocyclic oligomers F; and Fa. ITC
binding studies of the fucosylated macrocycles F; and F4 were performed to demonstrate that these
compounds have no affinity for the ConA lectin and therefore could not be selected by the lectin in
the equilibrating (M+F)-DCL.

ConA

Reference
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A A ]
LN Lo L.A Lo Lg-! ﬁA {.} & {:}
Figure 7. Comparison of the reference DCL to the ConA amplified DCL combining materials from the

supernatant and precipitate fractions. Measurements were performed in triplicate and did not differ
by more than 5%.

Purification of the macrocyclic glycoclusters Xs/X4

The trimeric and tetrameric macrocycles X3/X4 had to be purified from the equilibrated DCLs. For that
purpose, DCLs of M, G or F building blocks were equilibrated at low temperature (4°C) during 72 h to
limit oxidation, and the resulting DCL composed mostly of X3/Xs was purified by preparative HPLC to
collect the macrocycles (Figure 8). It is worth pointing out that the macrocycles X3 and X, were obtained
pure after preparative HPLC, but rearrangements were always observed during evaporation of solvents
from the collected fractions and also after a few hours in solution, preventing ITC studies with lectins.
Two sets of peaks were typically observed in the UHPLC chromatogram for each species (X3 or Xs) and
were due to the intrinsic chirality of the S-S bond which provides diastereoisomers for each disulfide
linkage.*® Due to these limitations in reaching pure macrocycles, the mixture of Xs/Xs was analyzed by
ITC and the exact composition of the solution was determined for each individual measurement. The
molecular weight of X3/Xs was calculated as the ratio of each macrocycle and according to the AUC
proportion in the UHPLC chromatogram.
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272

273 Figure 8. UHPLC chromatograms of glycosylated dyn[n]arenes after typical equilibration and
274 purification by preparative HPLC. (a,b) M3/Ma, (c,d) F3/F4 and (e,f) G3/Ga in buffer Tris 200 mM, NaCl
275 100 mM, CaCl, 100 puM, at RT.

276 ITC binding studies of Ms/M4 with ConA

277  The affinity of the mannosylated glycoclusters Ms/Ms was verified by isothermal titration
278  microcalorimetry (ITC) to quantify the multivalent interactions between ConA and the ligands. Titration
279  provided a sigmoidal curve which is representative of a strong affinity of the ligands for ConA with a
280  60-fold improvement of affinity (3) in comparison to the monovalent reference ligand methyl a-D-
281 mannopyranoside (a-D-ManOMe) (Figure 9).
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Figure 9. Isothermal titration microcalorimetry (ITC) analysis of the binding properties toward ConA
(0.12 mM) for a-D-ManOMe (1.8 mM, left panel) and the association titration curve obtained with a

1:1 binding model (lower left panel). ITC data obtained for injections of M3/M, (0.2 mM, 1:1) into a
solution of ConA (0.12 mM) and the associated titration curve (lower right panel).

Analysis of the ITC data (Table 1) also provided information about the stoichiometry of the
glycoclusters’ complexes with ConA, and the n value of 0.09 indicates that, theoretically, up to 11 lectin
monomers can be involved in binding events simultaneously with the glycoclusters. Since the valency
of M3 is of 6 mannose units and 8 for the M4 macrocycle, this n value indicates that nearly all
mannosides are involved in an interaction with ConA, and thus a multivalent interaction is responsible
for the improvement of affinity (). This result indicates that the higher multivalency (6 to 8 valency)
reached with the oligomerized Ms;/Ms is indeed responsible for the sharp increase in affinity ( = 61)
towards ConA reaching nanomolar affinity. For comparative purposes, it is to be noted that the affinity
of a calixarene-based tetravalent ligand (Calix-Man,, Figure S1) of ConA was reported in the nanomolar
range,?® similar to the macrocycles Ms/M,, meaning that both are high affinity ligands for this lectin.

Table 1. ITC data for the binding properties of glycosylated dyn[n]arenes Ms/M, and tetravalent Calix-
Man, towards ConA

Ligand n -AH (kJ.mol?) -TAS (kJ.mol?) Ka(nM) B2
a-D-ManOMe 0.67 £0.02 8.53+0.06 18.6+0.4 18 000 1
Ms/M,° 0.09 £ 0.02 106.6 £ 24.7 58121 294 61
Calix-Man, 0.25+0.02 104.6+4.2 68.7+3.9 540 33.3

@ B is the binding potency calculated as the ratio of the monovalent a-b-ManOMe reference Kq value to the Kqg
value of the multivalent compound. ® Values obtained from four independent measurements.

Multiplexing of DCLs for the simultaneous rapid identification of high affinity ligands of three lectins
(LecA, LecB and AFL)

Having demonstrated that 1,4-dithiophenol building blocks could oligomerize in solution and that the
resulting DCL could be influenced by the addition of an external stimulus (lectin) to generate the best
fit ligands of that protein, the concept was then pushed one step further by designing a multiplexed
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experiment in which several lectins were used as external stimuli for the identification of their best
ligands, in a single experiment. First, a selection of three lectins from pathogens has been selected.
Pseudomonas aeruginosa is a bacterium responsible for lung infections and is highly resistant to
antimicrobials. Two lectins have been reported as virulence factors in this species, namely LecA which
has a strong affinity for galactose ligands, and LecB for fucose. Aspergillus fumigatus, a fungus,
responsible for lung infections, was also found to bind host cells through an AFL lectin which has affinity
for fucose. Both pathogens are significant infectious agents that can benefit from the design of
innovative therapeutic approaches. By using the galactosylated and fucosylated building blocks G and
F, respectively, a multiplexed system of DCL can be readily setup for the identification in a single
experiment of each high affinity ligand for all three lectins (Figure 10 and Figure S7).
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Figure 10. Simultaneous analysis of the DCL equilibration for three different lectins (LecA, LecB and
AFL) and comparison to a reference DCL in buffer Tris 200 mM, NaCl 100 mM, CaCl, 100 uM, at RT. V;
=500 puL; V2 =0 pL; V3=1000 pL; (a) Dilution x10 - Stirring, RT; (b) Centrifugation; (c) Dilution with HCI
1M; (d) Dilution with HCI 1M, Dilution x2 Buffer. For complete information, please see supporting
information.

A (G+F)-DCL was equilibrated at 4 mM and the progress of equilibration of monitored by UHPLC. When
the amount of G and F monomers reached less than 15% of the DCL composition, the reference (G+F)-
DCL was diluted 10x then separated into four different 0.4 mM DCLs and each of them were exposed
to 0.4 mM of the lectin to be studied (LecA, LecB and AFL) or a reference DCL buffer. The reactions
were monitored by UHPLC, and when the G and F monomers were totally consumed, DCLs were
centrifuged to separate the precipitate containing the lectins and the high affinity ligands from the
supernatant (containing the non-specific macrocycles). UHPLC-MS analyses were used to quantify the
amount of each macrocycle in the respective DCL reactions.

UHPLC-MS analyses of the reference DCL revealed that galactosylated macrocycles could not be
detected, but several heteroglycoclusters could be identified clearly as well as homoglycoclusters
(Figure 11). Some compounds could not be assigned to any structure (e.g. t = 2.6 min, m/z = 661,
representing 1.6% in the mixture), and oxidized building block G could be observed at a retention time
of ca. 4.3 min which represented less than 5% in the DCL constituents.
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Figure 11. Equilibration of the reference DCL composed of G/F building blocks (1:1, 4 mM) in buffer
Tris 200 mM, NaCl 100 mM, CaCl, 100 uM, at RT during 36 h

The LecA-(G+F)-DCL was analyzed by UHPLC from its precipitate and supernatant samples (Figure 12).
The overall composition of the DCL was changed in comparison to the reference DCL. The first
observation was an emergence of Gs and Gs macrocycles in the precipitate sample. The addition of the
LecA lectin therefore modified the distribution of the hetero- and homoglycoclusters with the hetero-
species decreasing drastically in proportion and the homoglycoclusters becoming the major species in
the DCL. Some changes are important such as the heteroglycocluster GoF, which decreased by ca. 80%
in the presence of LecA, but also G1F; (74% decrease) and G1F; (50% decrease) while homoglycoclusters
such as F3 and F4 have increased by 69% and 174%, respectively (Figure 13). As previously observed in
the ConA-DCLs, the addition of the galactose-specific LecA lectin triggered the scrambling of the (G+F)-
DCL favoring the formation of Gs; and Gs glycoclusters, along with the corresponding F; and Fs
macrocycles that would rearrange together. A peak at t = 4.8 min could not be assigned to a compound
and displayed a molecular weight of 1159 g.mol? that represented 20% in the precipitate sample
(Figure 12a). In the supernatant, an unknown compound at t = 2.5 min was also observed with a
molecular weight of 648 g.mol* (Figure 12b).
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356  Figure 12. UHPLC analysis of the G/F (1:1, 0.4 mM) DCL after incubation with LecA (0.4 mM) with the
357 () precipitate and (b) supernatant
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359  Figure 13. Comparison of the reference G/F DCL to the LecA (top) and LecB (bottom) amplified DCL
360 combining materials from the supernatant and precipitate fractions. Measurements were performed
361 in triplicate and did not differ by more than 5%.

362 The LecB-(G+F)-DCL was then analyzed similarly by UHPLC-MS (Figure S2) using precipitate and
363  supernatant samples. A modification of the reference DCL composition was clearly observed with the
364  appearance of Gs; and Gs species in the supernatant as non specific LecB ligands (Figure S2b).
365 Heteroglycoclusters GF, GsF, G2F; and GF, decreased quite drastically in the DCL mixture (52%, 79%,
366  82% and 55% respectively) while the homoglycoclusters F3 and F4 increased by 73% 272% respectively
367  (Figure 13). The same unknown compounds at t = 2.6 min (4%) and t = 4.8 minutes (5%) observed with
368 LecA could be detected but at a very limited proportion in the whole DCL (Figure S2b).

369 Finally, the AFL-(G+F)-DCL was setup and processed as the other DCLs. Nevertheless, after equilibration
370 and centrifugation, the supernatant tended to further precipitate and lead to suspended matters
371 (Figure S3). A filtration through Amicon filters provided a filtrate but their UHPLC-MS analyses could
372 not provide exploitable data. AFL displayed low nanomolar affinities for the multivalent ligands
373  designed here (see ITC studies, vide infra). Therefore, the precipitation of AFL with the multivalent
374  ligands in the DCL library might occur at much lower concentrations in comparison to LecA or LecB
375 rendering the processing of the DCL analysis more complex and unsuccessful so far. The same DCL
376 could have been performed with lower amounts of lectin but a minimum amount of 0.2 mM in lectin
377  was necessary for the proper analysis of the DCLs to reach a reliable signal-to-noise ratio in the UHPLC-
378 MS analyses (data not shown).

379
380  ITC binding studies of G3/Ga4 and F3/F4 with LecA, LecB and AFL

381  The G3/Gs macrocycles could be purified by preparative UHPLC and then assayed by ITC to determine
382  their binding properties towards LecA, the galactose-specific lectin from Pseudomonas aeruginosa
383 (Figure S4, Table 2). The stoichiometry of the G3/G4 to LecA complexes was measured as n = 0.10. This
384  valueindicates that up to ten lectin monomers can interact simultaneously with the glycoclusters. The
385 maximum valency of the G, glycocluster was 8 which would suggest a stoichiometry of n = 0.125. This
386  nvalue suggested that nearly all galactose ligands were interacting with a lectin. This slight difference
387  could be explained by the low precipitation observed in the ITC titration experiment within the last
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injections of the titration (Figure S4). A dissociation constant of 185 nM was measured which
represented an increase in affinity () of 378 in comparison to the monovalent LecA ligand reference
methyl B-D-galactopyranoside (B-D-GalOMe). This high affinity was very much comparable to the Calix-
Gal, (Figure S1) that displayed nanomolar affinity for LecA. A negative control was measured with the
F3/F4 glycoclusters that did not display any binding to LecA with a titration curve that was totally flat
(Figure S4). The strong binding to LecA observed for the G3/Gs glycoclusters was indeed due to the
specific binding of galactoside epitopes since the core framework of the glycocluster of F3/F4
glycoclusters did not interact with the lectin.

Table 2. ITC data for the binding properties of glycosylated dyn[n]arenes Gs/G, towards LecA

Ligand n -AH (k).mol?) -TAS (kJ.mol?) Kis(nM) B
B-D-GalOMe® 0.80 39.0 15.0 70000 1
G3/G/* 0.10+£0.01 158.3+8.3 119.7 185 378
Calix-Gal,® 0.24 +0.01 1041 65.0 176 398

@ B is the binding potency calculated as the ratio of the monovalent B-D-GalOMe reference Kq value to the Kq
value of the multivalent compound. ® Values obtained from the literature.>’ © Values obtained from duplicate
measurements. ¢ Values obtained from the literature.?®

The similar ITC study was then performed with the Fs/F4 glycoclusters towards LecB (Figure S5, Table
3). The affinity measured was in the low nanomolar range (K4 = 90 nM) and does compare very
favorably with the previously reported high affinity ligands for LecB such as the Calix-Fuc, glycocluster
(Figure S1). The increase in affinity observed was more moderate for LecB than for LecA since the
value was of only 6 for the F3/F4 glycoclusters. This was already the case for the Calix-Fucs glycocluster
and was explained by the LecB organization which harbors distant multimeric binding sites too far
apart to interact simultaneously with two fucoside epitopes in a chelate binding mode.!? Similarly, the
negative control measurement was performed with the G3/Gs glycocluster which did not display any
affinity towards LecB (Figure S5).

Table 3. ITC data for the binding properties of glycosylated dyn[n]arenes Fs/F; towards LecB

Ligand n -AH (kJ.mol?) -TAS (kJ.mol?) K4 (nM) p?
o-L-FucOMe® 1.00 £ 0.07 31.5+£0.8 -6.2 555 1
F3/Fs¢ 0.10+£0.01 225.8+6.3 184.1 90 6
Calix-Fucs® 0.32+£0.02 89.6+2.1 47.8 48 11.6

@ B is the binding potency calculated as the ratio of the monovalent a-L-FucOMe reference Kq value to the Kq
value of the multivalent compound. ® Values obtained from the literature.?® ¢ Values obtained from triplicate
measurements.

The Fs/Fs4 glycoclusters were then assayed against AFL, another fucose-specific lectin from the
Aspergillus fumigatus fungal pathogen.>® This lectin is a hexamer displaying six fucose binding sites in
a propeller-like spatial arrangement. The cooperativity in binding to several binding sites
simultaneously has been demonstrated by the group of Renaudet using a cyclic peptide scaffold with
six fucoside epitopes (Figure S6).>° The affinity towards LecB was in the low nanomolar range (Table 4)
and these ligands displayed the highest affinity ligands for AFL reported to date. A similar approach
was reported by Gouin et al. with octavalent glycoclusters displaying fucoside epitopes on a
silsesquioxane core scaffold (Figure $6).%° Again, the Kq4 value of 40 nM (Table 4) ranked this type of
glycocluster in the highest affinity for AFL.
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424  The F3/F4 glycoclusters displayed a Kq value of 38 nM (Figure S7, Table 4) which is in line with the
425 multivalent glycoclusters previously reported. The negative control with Gs/Gs glycoclusters confirmed
426  that no non-specific binding could be attributed to the macrocyclic core scaffolds.

427

428  Table 4. ITC data for the binding properties of glycosylated dyn[n]arenes F3/F4 towards AFL

Ligand n -OH (kJ.mol?) -TAS (kJ.mol?) Ka (nM) p?
a-L-FucOMe® 2.98 32.8 7.7 40 300 1
F3/Fo° 0.11 +0.03 335.0+£0.0 292.5+0.5 38 1060
Cyclodecapeptide¢ 0.77 £0.01 154.5+3.5 109.5 18.5 2178
Silsesquioxane® 0.71+£0.04 -247.2 £16.0 205.0 £ 16.2 40 1007

429 @ B is the binding potency calculated as the ratio of the monovalent a-L-FucOMe reference Kq value to the Kq
430 value of the multivalent compound. ® Values obtained from duplicate measurements. ¢ Values obtained from the
431 literature.® 9 Values obtained from the literature.®

432

433 As a conclusion for these ITC binding studies, the X3/X4 glycoclusters identified after lectin-selection in
434  the equilibrating DCLs could be purified and their binding properties studied by ITC. All these dynarene
435 glycoclusters displayed high affinity for their respective lectins and can be considered as candidates to
436  prevent or reduce bacterial interactions with epithelial cells. They were found to have binding affinities
437  similar tothose of the calixarene-based glycoclusters that were demonstrated as efficient bio-mimetics
438 reducing mouse lung infection by Pseudomonas aeruginosa.?® Similarly, the fucosylated glycoclusters
439  F3/F4appeared as valuable candidates to reduce the outcome of Aspergillus fumigatus lung infections
440  (in immuno-compromised patients), based on their high affinity for the AFL lectin. Given the potential
441  of these compounds for biological applications, their toxicity and anti-adhesive properties against
442  Pseudomonas aeruginosa were evaluated on A549 lung epithelial cells.

443
444  Incidence of dynarenes on Pseudomonas aeruginosa PAO1 cells and lung epithelial cells

445  The toxicity of the designed Xs/X4 glycoclusters was evaluated against P. aeruginosa strain PAO1 (the
446  main strain model used in virulence studies) using two different assays. The growth of PAO1 was not
447  inhibited by the exposure to the Xs/Xs dynarenes (up to 10 mM) on Muller-Hinton agar plates. In
448  parallel, a Live-Dead assay monitoring dead cells (through their permeability to propidium iodide)
449  indicated that no toxicity could be observed against PAO1 for the X3/X4 dynarenes used up to 10 mM,
450 over incubation times of 4 hours.

451

452  Aggregation bacterial cell assays

453  The absence of toxicity on P. aeruginosa allowed to test the abilities of X3/Xs dynarenes to induce the
454  formation of PAO1 cell aggregates. The presence of LecA, LecB or other adhesins at the surface of the
455 bacterial cells can trigger their aggregation in the presence of the multivalent Xs/X4 dynarenes acting
456  as cross-linking agents between cells through carbohydrate-lectin interactions. Our previously
457  reported procedure® was used to test the formation of cellular aggregates induced by multivalent
458  Xs3/Xs dynarenes ligands. This procedure was slightly modified by performing an analysis of the relative
459  numbers of aggregates through a Malvern mastersizer 3000 diffraction laser system (Figure 14) rather
460  than flow cytometry. A shoulder is observed at 6 um suggesting the presence of aggregates of about 3
461  cells in the control experiment with PBS. The blue and green curves showed the impact of adding
462 mannosylated dynarenes Ms/M, (100 or 250 uM) generating larger aggregates of a few tens of microns
463  with nearly no influence of the concentration used.

464
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Figure 14. lllustration of aggregate size distribution patterns observed in a P. aeruginosa PAO1 cell
broth exposed to two concentrations (100 uM, 250 uM) of mannosylated dynarenes. Two cell
categories can be defined through the analysis of the cell size distribution patterns: (1) planktonic
PAO1 cells (< 3 um), and (2) aggregated PAO1 cells (> 3 um).

The aggregation assays clearly showed the ability of multivalent X3/Xs dynarenes at inducing the
formation of PAO1 cell aggregates (Figure 15). The glycosylated dynarene aggregation potential was
compared with those of glycosylated calixarenes which have been reported as highly efficient
multivalent ligands for inducing the formation of PAO1 cell aggregates.?® Interestingly, these
aggregation levels were correlated to an anti-adhesive effect reducing the formation of aggregates
when PAO1 cells are exposed to glyco-conjugate concentrations above 1 mM.?® This anti-adhesive
effect was considered to result from a saturation of adhesins at the bacterial cell surface preventing
interactions with the neighboring cells. Mannosylated (Ms/M,) and galactosylated (Gs/Ga) dynarenes
were found to generate as much aggregates than the calixarene-based glycoclusters (Figure S1, cFUC,
cGAL, cMAN) but not the fucosylated (Fs/F4) dynarenes (Figure 15).

10

ab
bc cd

Agregates > 3oun (%)

de

ef

f  def

PBS mFUC mGAL mMAN cFUC cGAL cMAN F3F4 G3G4 M3M4

Methyl glycosides calixarenes dynarenes

Figure 15. Boxplot of P. aeruginosa PAO1 cells aggregation levels induced through interactions with
100 pM of methyl glycosides (monovalent ligands — mFUC = methyl a-L-fucopyranoside, mGAL =
methyl 3-D-galactopyranoside, mMMAN = methyl a-D-mannopyranoside), tetravalent calixarene-based
glycoclusters (cFUC, cGAL, cMAN) and the multivalent X3/Xs dynarene glycoclusters. Size of the
aggregates were estimated using a Malvern MasterSizer. Boxplots were used to show the minimum,
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first quartile (Q1), median, third quartile (Q3), and maximum relative abundances for PAO1 aggregates
with a size > 3 um among a cell population. 100 uM of all compounds were used per assay. Boxplots
with distinct letter codes showed significant differences (p-values < 0.05 using Kruskal-Wallis (KW)
Dunn tests). Aggregates observed among control PAO1 cells in PBS were subtracted from the results;
PBS values were thus transformed into zero. At least three independent aggregation assays were
performed per assay, and more than five technical Mastersizer readings were performed per replicate.

Similar results were obtained with the bpoe6656 strain®®* which belongs to the PA14 clade of P.
aeruginosa expressing ExoU-based virulence behaviors rather than ExoS-based ones of the PAO1 clade
(Figure 16). Aggregation of these PA14 bpoe6656 cells was found higher with the galactosylated Gs/Ga
dynarene (Figure 16B) than the mannosylated Ms/M, dynarenes (Figure 16A). Interestingly, a positive
linear response between the number of aggregates and the concentrations of Ms/M, dynarenes could
be observed with these two strains but was less significant with the Gs/G4 dynarenes. This confirmed
the trends reported on Figure 15 where mannosylated Ms/M; dynarenes induced the formation of a
greater number of aggregates.
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Figure 16. Linear regression analysis of the effect of Ms/M, and G3/G4 dynarene concentrations (LM)
on the relative number of aggregates > 3um in cell populations of PAO1 and PA14-like strain bpoe6656.
(A) Mannosylated dynarene Ms/M, and (B) galactosylated dynarene G3/Ga. The linear model fitting the
observed relation is indicated on the curve with its R? value of goodness-of-fit. R? indicates the
percentage of the response variable explained by the model. Three independent aggregation assays
were performed per dynarene concentration (matching the coloured square or circles), and more than
five technical Mastersizer readings were performed per replicate.

P. aeruginosa virulence cell assays using A549 lung epithelial cells
In our previous study,?® calixarene-based glycoclusters were found to inhibit PAO1 adhesion on A549

epithelial cells after 3 hours of co-culture. We have now optimized these virulence assays to evaluate
the protective effects of multivalent X3/X4 dynarene glycoclusters against PAO1 virulence. xCELLigence
monitorings, using E96-microtiter plates harboring gold electrodes (Acea Biosciences, San Diego, USA)
were implemented to test the changes in PAO1 virulence properties triggered by Xs/Xs4 dynarenes.
These monitorings implied real-time analyses (RTCA) of impedance changes over time for epithelial
cell monolayers, which are expressed as cell index (Cl) arbitrary units. These cell index values are
reflecting changes in A549 epithelial cell adhesion forces over the electrodes which are triggered by
morphological and A549 cell number changes over time. Cell indexes were normalized at time of
treatments (i.e. presented as delta cell indexes).

To perform these RTCA, the toxicity of Xs/Xs dynarene glycoclusters on A549 epithelial cells was first
investigated. No toxicity effect on the A549 was observed using dynarenes (data not shown).
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Experiments testing the incidence of X3/Xs dynarenes on the PAO1 infection of A549 cells monitored
by the xCELLigence system were then undertaken. PAO1 cells were grown as reported above, washed
with PBS, and pre-incubated for 15 min with the X3/Xs dynarene glycocclusters (1 mM) as performed
in our previous study.?® These PAO1 cells were then diluted to obtain a multiplicity of infection (MOI)
of 10 according to the number of A549 cells prepared for the RTCA in the culture media without
antibiotics.

The impact of Xs3/Xs dynarene glycoclusters on P. aeruginosa virulence was tested on A549 cell
monolayers after 2 hours of co-cultures. Since dynarenes did not exert any significant toxicity on PAO1
cells, their high proliferation rate (approx. 40 min.) could interfere with pre-treated bacteria. In order
to avoid excess PAO1 proliferation, remaining PAO1 cells in suspension were removed after 2 hours of
co-culture and replaced by fresh cell culture media in order to amplify the effect of adherent bacteria
(Figure 17A).

In comparison to control A549 cells, PAO1 adhesion to epithelial cells induced a drastic reduction of
cell index according to time with respect of high alteration of A549 cell number, adhesion force and/or
morphology (Figure 17A). This effect was significantly counterbalanced in co-cultures with PAO1 pre-
exposed to either three Xs/Xs dynarenes, suggesting that PAO1 adherence and/or virulence was
altered by X3/X4 dynarene glycoclusters. In order to test whether PAO1 adhesion to epithelial cells was
involved in alteration of epithelial cell index, a second approach was used to monitor A549 cell
adhesion rate by RTCA of cells in suspension loaded onto the E-Plate. During this adhesion phase, the
cell index (normalized to media alone) increases according to cell adhesion at the bottom of plate
wells, which occurs within a few hours.®® Since at MOI10, X3/X4 dynarenes are present in the co-culture
media at 4.13 pM, their toxicity was checked on A549 cells in suspension and they did not alter cell
adhesion rate and/or force (Figure 17B). Pre-incubation of A549 cells in suspension with PAO1 (MOI10)
was found to drastically affect epithelial cell adhesion (Figure 17C). Pre-incubation of PAO1 with X3/X,4
dynarenes (1 mM on MOI100) was found to exert a protective effect against this alteration of epithelial
cell adhesion. In order to analyze the mechanisms involved in PAO1 virulence, at the end of experiment
(3-4 hours), A549 cells were fixed in a 5% PBS formalin solution and kept at least 1 hour at 4°C. Then
they were labeled with PBS 0.1% Triton containing Phalloidin-Atto488 for cytoskeleton labeling, DAPI
for cell nuclei counts and dihydroxyrhodamine (DHR) to evaluate stress induced reactive oxygen
species (ROS) during five minutes then washed twice in PBS and analyzed through automated image
analyses (x4) (Figure 17D). PAO1 adhesion/infection was found to affect A549 cell adhesion by
reducing the number of adherent cells and induction of oxidative stress (i.e. increased intracellular
ROS). Image acquisitions at higher magnification (x20) with identical parameters highlight
morphological changes such as reduction of adhesion surfaces (spheric cells) and loss of phalloidin
fluorescence intensity reflecting destabilization of actin polymerization (Figure 17E). These data are in
accordance with the effect of PAO1 adhesion on oxidative stress and consequent alteration of cell
adhesion.®* All Xa/X4 dynarene glycoclusters protect at least partially (Gs/Ga) or to a large extent (Fs/Fa)
A549 cells from the anti-adhesive activity of PAO1 in RTCA experiments confirmed by the
counterbalancing effect on cell number adhesion, ROS induction and morphological alterations.

In conclusion, Xs/Xa dynarene glycoclusters could be demonstrated to exert a protective effect against
PAO1 virulence on lung epithelial cells. The exact mechanism of protection is still to be further
investigated but it is probably through inhibition of their adhesion on epithelial cells by inducing
bacterial aggregation.
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Figure 17. Pseudomonas aeruginosa PAO1 anti-adhesive assays using Xs/Xs dynarene glycoclusters and
A549 epithelial cells. (A) Real-time monitoring of A549 cell monolayer in co-culture with PAO1 pre-
treated with Xs/Xs dynarenes (1 mM). Co-cultures were washed out after 2 hours and replaced by fresh
culture media then monitored during 2 hours. Data were obtained with 8 replicates of 3 independent
preparations of each PAO1-X3/X4 dynarenes. (B) Real-time monitoring of A549 cell adhesion after pre-
incubation with X3/X4 dynarenes (4.13 pM) and (C) with PAO1 pre-treated with X3/X4 dynarene (1 mM)
(n= 8 replicates). (D-E) After PAO1 exposure, A549 cells were fixed and labeled with either DAPI (blue
color) for nuclei counts, phalloidin-Atto488 (green color) for cytoskeleton and dihydroxyrhodamine
(DHR, red color) for reactive oxygen species (ROS). (D) Cell number (i.e. DAPI counts) and mean ROS
content per cell (i.e. DHR intensity normalized to DAPI counts) were obtained by automated analysis
of at least 16 images (magnification x4). (E) Phase contrast and merged fluorescence images at
objective x20. Data are presented as mean values +/-SEM, different letters represent significant
differences according to Kruskal Wallis followed by Mann Whitney (Wilcoxon) tests (p<0.05).
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584

585 Conclusion

586 Carbohydrates are decorated at the surface of cells and play a major role in biological processes more
587  specifically in several diseases. The very first step of bacterial or viral infection is the attachment of the
588 pathogen to the cell surface through carbohydrate-lectin interactions, carbohydrates being present at
589 the host cell surface in the glycocalyx and proteins being used by pathogens for infection. The design
590 of multivalent glycoconjugates to lure pathogens and prevent adhesion to host cells is a general
591 strategy that has found several illustrations over the past decades. The design and synthesis of
592 multivalent glycoconjugates as potent ligands of such proteins has required intensive research work
593 from chemists and biochemists to identify drug candidates. One main drawback is the synthesis of a
594 large panel of analogues in a family of compounds for the structure-activity relationship study and to
595 reach the best candidate after testing all compounds separately in a time and material consuming
596 process. Dynamic combinatorial chemistry can provide a rapid and efficient access to a large variety of
597  multivalent glycoconjugates and speed up drastically the process of drug discovery in this context. One
598  major advantage is to setup an equilibrating dynamic combinatorial library of glycoclusters and then
599 introduce a lectin for the in situ selection of the fittest ligand of the protein. Glycosylated 1,4-
600 dithiophenols were equilibrated through disulfide exchange to reach a library of glycoclusters. A model
601 study was performed with concanavalin A (ConA) to demonstrate the selection of the best ligands in
602 this dynamic combinatorial library. More importantly, this strategy allowed the identification of the
603 best ligands for more than one lectin in a single experimental setup by using two simple 1,4-
604 dithiophenols building blocks. High affinity glycoclusters could be amplified in the equilibrating
605 mixtures using LecA or LecB, leading to glyco-dyn[3]arenes and glyco-dyn[4]arenes. The glycoclusters
606  could then be synthesized, isolated for their evaluation as lectin ligands and anti-adhesive agents
607  against Pseudomonas aeruginosa. Dissociation constants in the nanomolar range could be measured

III

608 by ITC which places these compounds in the same range of “classica

calixarene-based glycoclusters

609  which among the best ligands for these pathogenic lectins. These glyco-dynarenes did not display any
610  toxicity towards neither human cells, nor Pseudomonas aeruginosa. Their evaluation as anti-adhesive
611  agents could be validated in a virulence assay on human A549 lung epithelial cells which indicated that
612  glyco-dynarenes could perform similarly to our previous calixarene-based glycoclusters model.
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